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<110> Albert Einstein College of Medicine of Yeshiva University 
Kalpana, Ganjam V. 

<120> INHIBITION OF HIV-1 VIRION PRODUCTION BY A TRANSDOMINANT MUTANT 
OF INTEGRASE INTERACTOR 1 (lNIl)/hSNF5 

<130> 96700/819 

<140> 10/624,080 
<141> 2003-07-21 

<150> US 60/397,305 
<151> 2002-07-19 

<160> 18 

<170> Patentln version 3.2 

<210> 1 

<211> 385 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Met Met Met Ala Leu Ser Lys Thr Phe Gly Gin Lys Pro val Lys 
1 5 10 15 

Phe Gin Leu Glu Asp Asp Gly Glu Phe Tyr Met lie Gly Ser Glu val 
20 25 30 

Gly Asn Tyr Leu Arg Met Phe Arg Gly Ser Leu Tyr Lys Arg Tyr Pro 
35 ~ 40 45 

Ser Leu Trp Arg Arg Leu Ala Thr val Glu Glu Arg Lys Lys lie Val 
50 ~ 55 60 

Ala Ser ser His Gly Lys Lys Thr Lys Pro Asn Thr Lys Asp His Gly 
65 70 75 80 

Tyr Thr Thr Leu Ala Thr Ser val Thr Leu Leu Lys Ala Ser Glu val 
85 90 95 

Glu Glu lie Leu Asp Gly Asn Asp Glu Lys Tyr Lys Ala Val Ser lie 
100 ' 105 110 

Ser Thr Glu Pro Pro Thr Tyr Leu Arg Glu Gin Lys Ala Lys Arg Asn 
115 120 ~ 125 

Ser Gin Trp val Pro Thr Leu Ser Asn Ser ser His His Leu Asp Ala 
130 135 140 
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Val Pro Cys Ser Thr Thr lie Asn Arg Asn Arg Met Gly Arg Asp Lys 
145 150 ~ 155 160 

Lys Arg Thr Phe Pro Leu Cys Phe Asp Asp His Asp Pro Ala val lie 
165 170 175 

His Glu Asn Ala Ser Gin Pro Glu Val Leu Val Pro lie Arg Leu Asp 
180 185 190 

Met Glu lie Asp Gly Gin Lys Leu Arg Asp Ala Phe Thr Trp Asn Met 
195 ' 200 ~ 205 

Asn Glu Lys Leu Met Thr Pro Glu Met Phe Ser Glu lie Leu Cys Asp 
210 215 220 

Asp Leu Asp Leu Asn Pro Leu Thr Phe val Pro Ala lie Ala Ser Ala 
225 230 235 240 

lie Arg Gin Gin lie Glu Ser Tyr Pro Thr Asp Ser lie Leu Glu Asp 
245 250 255 

Gin Ser Asp Gin Arg val lie lie Lys Leu Asn lie His val Gly Asn 
260 ~ 265 270 

lie Ser Leu val Asp Gin Phe Glu Trp Asp Met Ser Glu Lys Glu Asn 
275 280 285 

Ser Pro Glu Lys Phe Ala Leu Lys Leu Cys Ser Glu Leu Gly Leu Gly 
290 295 300 

Gly Glu Phe Val Thr Thr lie Ala Tyr Ser lie Arg Gly Gin Leu Ser 
305 310 315 * 320 

Trp His Gin Lys Thr Tyr Ala Phe Ser Glu Asn Pro Leu Pro Thr val 
325 330 335 

Glu lie Ala lie Arg Asn Thr Gly Asp Ala Asp Gin Trp Cys Pro Leu 
340 345 350 

Leu Glu Thr Leu Thr Asp Ala Glu Met Glu Lys Lys lie Arg Asp Gin 
355 360 365 

Asp Arg Asn Thr Arg Arg Met Arg Arg Leu Ala Asn Thr Gly Pro Ala 
370 375 380 



Trp 
385 
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<210> 2 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Pro Glu val Leu Val Pro lie Arg Leu Asp Met Glu lie Asp Gly Gin 
1 5 10 15 

Lys Leu Arg Asp Ala Phe Thr Trp Asn Met Asn Glu Lys Leu Met Thr 
20 25 30 

Pro Glu Met Phe Ser Glu lie Leu Cys Asp Asp Leu Asp Leu Asn Pro 
35 40 45 

Leu Thr Phe Val Pro Ala lie Ala Ser Ala lie Arg Gin Gin lie 
50 55 60 

<210> 3 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Pro Glu val Leu Val Pro lie Arg Leu Asp Met Glu lie Asp Gly Gin 
1 5 " 10 15 

Lys Leu Arg Asp Ala Phe Thr Trp Asn Met Asn Glu Lys Leu Met Thr 
20 25 30 

Pro Glu Met Phe Ser Glu lie Leu Cys Asp Asp Leu Asp Leu Asn Pro 
35 40 45 

Leu Thr Phe val Pro Ala lie Ala Ser Ala lie Arg Gin Gin lie Glu 
50 55 60 

Ser Tyr Pro Thr Asp Ser lie Leu Glu Asp Gin Ser Asp Gin Arg val 
65 70 75 80 

lie lie Lys Leu Asn lie His val Gly Asn lie Ser Leu Val Asp Gin 
85 90 95 

Phe Glu Trp Asp Met Ser Glu Lys Glu Asn Ser Pro Glu Lys Phe Ala 
100 105 110 

<210> 4 

<211> 245 

<212> PRT 

<213> Homo sapiens 
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<400> 4 

Met Met Met Met Ala Leu Ser Lys Thr Phe Gly Gin Lys Pro Val Lys 
1 5 10 15 

Phe Gin Leu Glu Asp Asp Gly Glu Phe Tyr Met lie Gly Ser Glu val 
20 25 30 

Gly Asn Tyr Leu Arg Met Phe Arg Gly Ser Leu Tyr Lys Arg Tyr Pro 
35 40 45 

Ser Leu Trp Arg Arg Leu Ala Thr val Glu Glu Arg Lys Lys lie Val 
50 " 55 60 

Ala Ser Ser His Gly Lys Lys Thr Lys Pro Asn Thr Lys Asp His Gly 
65 70 75 80 

Tyr Thr Thr Leu Ala Thr Ser Val Thr Leu Leu Lys Ala Ser Glu Val 
85 90 95 

Glu Glu He Leu Asp Gly Asn Asp Glu Lys Tyr Lys Ala val Ser lie 
100 105 110 

Ser Thr Glu Pro Pro Thr Tyr Leu Arg Glu Gin Lys Ala Lys Arg Asn 
115 120 12.5 

Ser Gin Trp Val Pro Thr Leu Ser Asn Ser Ser His His Leu Asp Ala 
130 135 140 

val Pro Cys Ser Thr Thr lie Asn Arg Asn Arg Met Gly Arg Asp Lys 
145 150 155 160 

Lys Arg Thr Phe Pro Leu Cys Phe Asp Asp His Asp Pro Ala Val lie 
165 ' 170 175 

His Glu Asn Ala Ser Gin Pro Glu Val Leu val Pro lie Arg Leu Asp 
180 185 190 

Met Glu lie Asp Gly Gin Lys Leu Arg Asp Ala Phe Thr Trp Asn Met 
195 200 " 205 

Asn Glu Lys Leu Met Thr Pro Glu Met Phe Ser Glu lie Leu Cys Asp 
210 215 220 

Asp Leu Asp Leu Asn Pro Leu Thr Phe Val Pro Ala lie Ala Ser Ala 
225 230 235 240 
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lie Arg Gin Gin lie 
245 



<210> 5 

<211> 245 

<212> PRT 

<213> Homo sapiens 

<400> 5 

His Leu Asp Ala Val Pro Cys Ser Thr Thr lie Asn Arg Asn Arg Met 
1 5 10 15 

Gly Arg Asp Lys Lys Arg Thr Phe Pro Leu Cys Phe Asp Asp His Asp 
20 " 25 30 

Pro Ala val lie His Glu Asn Ala Ser Gin Pro Glu val Leu val Pro 
35 40 45 

lie Arg Leu Asp Met Glu lie Asp Gly Gin Lys Leu Arg Asp Ala Phe 
50 55 ' 60 

Thr Trp Asn Met Asn Glu Lys Leu Met Thr Pro Glu Met Phe Ser Glu 
65 70 75 80 

He Leu Cys Asp Asp Leu Asp Leu Asn Pro Leu Thr Phe val Pro Ala 
85 90 95 

lie Ala Ser Ala lie Arg Gin Gin lie Glu Ser Tyr Pro Thr Asp Ser 
100 105 110 

lie Leu Glu Asp Gin ser Asp Gin Arg val lie lie Lys Leu Asn lie 
115 120 125 

His val Gly Asn He Ser Leu Val Asp Gin Phe Glu Trp Asp Met Ser 
130 135 140 

Glu Lys Glu Asn Ser Pro Glu Lys Phe Ala Leu Lys Leu Cys Ser Glu 
145 150 155 160 

Leu Gly Leu Gly Gly Glu Phe Val Thr Thr lie Ala Tyr Ser He Arg 
165 170 175 

Gly Gin Leu Ser Trp His Gin Lys Thr Tyr Ala Phe Ser Glu Asn Pro 
180 185 190 

Leu Pro Thr val Glu lie Ala lie Arg Asn Thr Gly Asp Ala Asp Gin 
195 200 " 205 
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Trp Cys Pro Leu Leu Glu Thr Leu Thr Asp Ala Glu Met Glu Lys Lys 
210 215 220 



lie Arg Asp Gin Asp Arg Asn Thr Arg Arg Met Arg Arg Leu Ala Asn 
225 " 230 ~ 235 240 



Thr Gly Pro Ala Trp 
245 



<210> 6 

<211> 1857 

<212> DNA 

<213> Homo sapiens 



<400> 6 
gccccggccc 


ff%f~f m f m f^ftff m 
cgccccagcc 


f -4- f- f~ -#- ft +- f f 

cxccxgaxcc 


f +- f ft f *^ ft f~ f f~ 
cxcgcagccc 


ft ft f~ +• f f ft ft f f 
ggctccggcc 


ftf/~'f m fif-/~'^^ , + m 
gcccgcc lc l 


ou 


ft f f ft f f ft f 

gccgccgcaa 


xgaxga xgax 


ggcgctgagc 


aagaccu xcg 


ggcagaagcc 


eg rgaag l lc 




cagctggagg 


acgacggcga 


gxxcxacaxg 


aucggc tccg 


agg xgggaaa 


-4— y~ -4* y™ ^» -4- 

c xacc xccg x 


i on 
-LoU 


+■ ft +■ +■ f* f* ft ~\ ft 

axgxxccgag 


gxxcxcxgxa 


caagagaxac 


ccc rcac re r 


^ f>% rt f* f% f 
ggaggcgac l 


agecaexgxg 




ft "t ~\ ft ~t ft ~\ ft ft t 

gaagagagga 


agaaaaxagx 


xgcaxcgxca 


ft-^-ftfft-'^ttt 
ca rggxaaaa 


— —— —— — — ty— f 

aaacaaaacc 


xaacacxaag 




ga xcacgga x 


acacgacxcx 


agccaccagx 


fft~ ft ~* f~ f- f 4~ ft +• 

gxgacccxg l 


-t-—\-\-^-~\ftf*f-t~f- 
xaaaagccxc 


f\ ft ~\ ^ fft~ ft ft ~\ -3 
ggaagxggaa 




gaga nc xgg 


a xggcaacga 


+~ ft t ft *■» ^ ft +■ —» f 
xgagaag xac 


— * •^ftftf+'fft-ff^ 
aaggctgtgt 


cca xcagcac 


f* ft f f~ f f~ f f 
agagcccccc 




-\ r~ r -\ f~ f -4- s~ -% 

dCC LdCC LCd 


gggaacagaa 


ggccaagagg 


— i ~\f-tftff m tff4- 

aacagccag l 


ft f* ft +■ o f f f ~%. f* 
ggg tacccac 


ccxgxccaac 


/ion 


agctcccacc 


ac ttagatgc 


cgtgccatgc 


tccacaacca 


tcaacaggaa 


ccgcatgggc 


c /i n 
D4U 


cgagacaaga 


agagaaccxx 


ccccctttgc 


tttgatgacc 


atgacccagc 


xgxgaxccax 


DUU 


gagaacgcat 


ctcagcccga 


ggtgctggtc 


cccatccggc 


tggacatgga 


gatcgatggg 


660 


cagaagctgc 


gagacgcctt 


cacctggaac 


atgaatgaga 


agttgatgac 


gectgagatg 


720 


ttttcagaaa 


tcctctgtga 


cgatctggat 


ttgaacccgc 


tgacgtttgt 


gccagccatc 


780 


gcctctgcca 


tcagacagca 


gatcgagtcc 


taccccacgg 


acagcatcct 


ggaggaccag 


840 


tcagaccagc 


gcgtcatcat 


caagctgaac 


atccatgtgg 


gaaacatttc 


cctggtggac 


900 


cagtttgagt 


gggacatgtc 


agagaaggag 


aactcaccag 


agaagtttgc 


cctgaagctg 


960 


tgctcggagc 


tggggttggg 


cggggagttt 


gtcaccacca 


tcgcatacag 


catcegggga 


1020 


cagctgagct 


ggcatcagaa 


gacctacgcc 


ttcagcgaga 


accctctgcc 


cacagtggag 


1080 


attgccatcc 


ggaacacggg 


cgatgcggac 


cagtggtgcc 


cactgctgga 


gactctgaca 


1140 


gacgctgaga 


tggagaagaa 


gatccgcgac 


caggacagga 


acacgaggcg 


gatgaggegt 


1200 


cttgccaaca 


cgggcccggc 


ctggtaacca 


gcccatcagc 


acacggctcc 


caeggagcat 


1260 


ctcagaagat 


tgggccgcct 


ctcctccatc 


ttctggcaag 


gacagaggcg 


aggggacagc 


1320 


ccagcgccat 


cctgaggatc 


gggtgggggt 


ggagtggggg 
Page 


cttccaggtg 
6 


gcccttcccg 


1380 
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gtacacattc catttgttga gccccagtcc tgccccccac cccaccctcc ctacccctcc 1440 

ccagtctctg gggtcaggaa gaaaccttat tttaggttgt gttttgtttt tgtataggag 1500 

ccccaggcag ggctagtaac agtttttaaa taaaaggcaa caggtcatgt tcaatttctt 1560 

aaatctagtg tctttatttc ttctgttaca atagtgttgc ttgtgtaagc aggttagagt 1620 

gcacagtgtc cccaattgtt cctggcactg caaaaccaaa ttaaacaatc ccacaaagaa 1680 

ttctgacatc aatgtgtttt cctcagtcag gtctatttca agattctaga agttcctttt 1740 

gtaaaacttg cctttaaaac tcttcctcct aatgccatca gatctcttaa cattggctca 1800 

ctgtgggatc tttcctctta ggttgaattt ctacgtgaat atcaaagtgc ctttttc 1857 

<210> 7 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 7 

ccgctctaga tcaaccgagg gc 22 

<210> 8 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 8 

cgaattccgg atgcgcgagc cc 22 

<210> 9 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Pro Glu Val Leu val Pro lie Arg Leu Asp Met Glu lie Asp Gly Gin 
1 5 10 15 

Lys Leu Arg Asp Ala Phe Thr Trp Asn Met Asn Glu Lys Leu Met Thr 
20 25 30 

Pro Glu Met Phe Ser Glu lie Leu Cys Gly Asp Leu Asp Leu Asn Pro 
35 40 45 

Leu Thr Phe Val Pro Ala lie Ala ser Ala lie Arg Gin Gin lie Glu 
50 55 60 
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Ser Tyr Pro Thr Asp Ser lie Leu Glu Asp Gin Ser Asp Gin Arg Val 
65 70 75 80 

lie lie Lys Leu Asn lie His Val Gly Asn lie Ser Leu Val Asp Gin 
85 90 95 

Phe Glu Trp Asp Met Ser Glu Lys Glu Asn Ser Pro Glu Lys Phe Ala 
100 105 110 

<210> 10 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Pro Glu val Leu val Pro lie Arg Leu Asp Met Glu lie Asp Gly Gin 
1 5 10 15 

Lys Leu Arg Asp Ala Phe Thr Trp Asn Met Asn Glu Lys Leu Met Ala 
20 25 30 

Pro Glu Met Phe Ser Glu lie Leu Cys Asp Asp Leu Asp Leu Asn Pro 
35 40 ' 45 

Leu Thr Phe Val Pro Ala lie Ala Ser Ala lie Arg Gin Gin lie Glu 
50 55 60 

Ser Tyr Pro Thr Asp Ser lie Leu Glu Asp Gin Ser Asp Gin Arg val 
65 70 75 80 

lie lie Lys Leu Asn lie His val Gly Asn lie ser Leu val Asp Gin 
85 90 95 

Phe Glu Trp Asp Met Ser Glu Lys Glu Asn ser Pro Glu Lys Phe Ala 
100 105 110 

<210> 11 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Pro Glu val Leu val Pro lie Arg Leu Asp Met Glu lie Asp Gly Gin 
1 5 " 10 15 

Lys Leu Arg Asp Ala Phe Thr Trp Asn Met Asn Glu Lys Leu Met Thr 
20 25 30 
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Pro Glu Met Phe Ser Glu lie Leu Cys Asp Asp Leu Asp Leu Asn Pro 
35 40 45 

Leu Thr Phe val Pro Ala lie Ala Ser Ala lie Arg Gin Gin lie Glu 
50 55 60 

Pro Tyr Pro Thr Asp Ser lie Leu Glu Asp Gin Ser Asp Gin Arg val 
65 70 75 80 

lie lie Lys Leu Asn lie His val Gly Asn lie Ser Leu val Asp Gin 
85 90 95 

Phe Glu Trp Asp Met Ser Glu Lys Glu Asn Ser Pro Glu Lys Phe Ala 
100 105 110 

<210> 12 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Pro Glu val Leu Val Pro lie Arg Leu Asp Met Glu lie Asp Gly Gin 
1 5 10 15 

Lys Leu Arg Asp Ala Phe Thr Trp Asn Met Asn Glu Lys Leu Met Thr 
20 25 30 

Pro Glu Met Phe Ser Glu lie Leu Cys Asp Asp Leu Gly Leu Asn Pro 
35 40 45 

Leu Thr Phe val Pro Ala lie Ala ser Ala lie Arg Gin Gin lie Glu 
50 55 60 

Ser Tyr Pro Thr Asp Ser lie Leu Glu Asp Gin Ser Asp Gin Arg Val 
65 70 75 80 

lie lie Lys Leu Asn lie His val Gly Asn lie Ser Leu val Asp Gin 
85 90 95 

Phe Glu Trp Asp Met Ser Glu Lys Glu Asn Ser Pro Glu Lys Phe Ala 
100 105 110 

<210> 13 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
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<400> 13 

cgcggatcct cttcttggaa aagatagagc ca 



<210> 14 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 14 

cggaattcct atgccacctc tctaga 



<210> 15 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 15 

cgcggatcct gttcctggaa aaaatagag 



<210> 16 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 16 

cggaattcta tgccatttct ccatcc 



<210> 17 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 17 

cggaattcgt cctgcagctc 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 18 

gcgaattctt acccatggtg 



26 



29 



26 



20 



20 
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